WashU Epigenome Browser - Issues

# | Tracker Status Priority Subject Assignee Updated
248 |Bug New Normal Custom track can not be submitted again after removal 12/17/2014 04:21 pm
247 | Feature New Low Multiple upload of custom tracks 12/17/2014 04:16 pm
246 |Feature New Low Change names of custom tracks 12/17/2014 04:14 pm
236 | Support New Normal Roadmap analysis hub crashes 10/16/2014 02:48 pm
235 |Bug New Normal Gene shading feature inconsistent and needs to be made optional 10/16/2014 09:55 am
234 | Support New Normal Error in SE paper datahub Daofeng Li 10/16/2014 10:02 am
233 |Bug Resolved Normal dbSNP track crashes 10/15/2014 08:04 pm
232 |Bug Resolved Normal Matplot not working with sessions 10/15/2014 02:09 pm
229 | Support Closed Normal IMR90 cell line incorrectly classified Daofeng Li 10/14/2014 02:11 pm
228 | Support Closed Normal Samples without data 10/14/2014 02:11 pm
162 | Feature Closed Normal Tooltip information 03/13/2014 11:59 pm
161 |Feature New Normal Include scaffolds on genome snapshot Xin Zhou 02/13/2014 03:32 pm
160 |Bug Closed Normal Custom PE BAM files unstable Xin Zhou 05/25/2014 12:12 am
159 |Bug Closed Normal Session not saving 02/14/2014 04:46 pm
158 |Feature New Low wrapping for tooltip read information 02/13/2014 05:59 pm
139 |Feature Closed Low metadata heatmap compatibility between data hubs 03/12/2014 11:14 am
137 |Bug Rejected Normal cutsom BED track not displayed Xin Zhou 01/16/2014 07:48 am
115 |Bug New Normal tracks do not relocate and some disappear in GSV Xin Zhou 11/23/2013 04:19 pm
111 [Bug New Normal Tracks disappear when using config panel 11/24/2013 03:25 pm
109 |Bug Closed Normal Problem saving session 05/25/2014 12:13 am
89 |Bug Closed Normal mCREF tracks not recognized Xin Zhou 03/14/2014 12:05 am
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