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Subject: make publichubs for ENCODE tracks

Description

the "Dataset" feature will be retired

Instead the ENCODE tracks will be migrated into "publichub" format, which makes update and maintenance much easier

ENCODE track files may be scattered among multiple web servers

Multiple hubs will be made for ENCODE data, each for a type of experiments, e.g. "TF chip-seq", "Histone marks", "RNA-seq" etc

these hubs will be organized into the "ENCODE hub cluster"

metadata annotation of all ENCODE tracks will still be using native metadata, but not custom metadata

so that the tracks will go into the native facet table

History

#1 - 12/23/2013 09:36 am - Xin Zhou

- Status changed from New to Resolved

#2 - 05/25/2014 12:13 am - Daofeng Li

- Status changed from Resolved to Closed
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